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1 Purpose and Assumptions

For those of you familiar with installing python packages and who don’t care for following details instruc-
tions can try going to

http://biopython.org/wiki/Download
http://www.python.org
http://www.python.org/2.5.2/
http://www.python.org/2.5.2/


http://www.python.org/2.5.2/
http://www.python.org


3.1 Numerical Python (NumPy) (strongly recommended)

http://numpy.scipy.org/
http://www.reportlab.org
http://www.reportlab.org/downloads.html


3.2.1 UNIX and Mac OS X systems

http://www.winzip.com/ddchomea.htm
http://www.winzip.com/ddchomea.htm


3.4 mxTextTools (no longer needed)

http://www.egenix.com/products/python/mxBase/mxTextTools/
http://www.egenix.com/products/python/mxBase/mxTextTools/


http://www.biopython.org
http://biopython.org/wiki/Download
http://biopython.org/wiki/Download
http://www.cvshome.org/
http://cvs.biopython.org
http://www.python.org/sigs/distutils-sig/doc/inst/inst.html
http://www.python.org/sigs/distutils-sig/doc/inst/inst.html


install the package into someplace like $HOME/lib/python2.5/site-packages. You’ll need to

ftp://ftp.no.embnet.org/pub/EMBOSS-extras/EMBOSS-FreeBSD-HOWTO.txt
ftp://ftp.no.embnet.org/pub/EMBOSS-extras/EMBOSS-FreeBSD-HOWTO.txt
http://fink.sf.net
http://fink.sf.net
http://fink.sourceforge.net/faq/usage-fink.php#unstable
http://www.rpm.org


4.3 Installing with a Windows Installer

Installing things on Windows with the installer should be really easy (hey, that’s why they’ve got graphical

http://www.inprise.com/bcppbuilder/freecompiler/
http://www.cyberus.ca/~g_will/pyExtenDL.shtml




include_dirs=["Bio/Cluster"]

and adjust it so that it includes the include directory where the numpy/Numeric libraries were installed:

include_dirs=["Bio/Cluster", "your_dir/include/python"]

Then you should be able to install everything happily.

Yes, it’s a bit of a mess installing lots of packages in non-standard locations. The best solution is to
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