
Biopython Installation



1 Purpose and Assumptions

For those of you familiar with installing python packages and who don’t care for following details instruc-
tions can try going to

http://biopython.org/wiki/Download
http://www.python.org
http://www.python.org/2.5.2/
http://www.python.org/2.5.2/


http://www.python.org/2.5.2/
http://www.python.org


http://www.egenix.com/products/python/mxBase/mxTextTools/
http://www.egenix.com/products/python/mxBase/mxTextTools/


3.2 Numerical Python (strongly recommended)

http://sourceforge.net/projects/numpy
http://sourceforge.net/project/showfiles.php?group_id=1369&package_id=1351
http://biopython.org/DIST/Numeric-24.2.win32-py2.5.exe


http://www.reportlab.org
http://www.reportlab.org/downloads.html
http://www.winzip.com/ddchomea.htm
http://www.winzip.com/ddchomea.htm


3.4 Database Access (MySQLdb, ...) (optional)

http://www.biopython.org
http://biopython.org/wiki/Download
http://biopython.org/wiki/Download
http://www.cvshome.org/
http://cvs.biopython.org


(a)

http://www.python.org/sigs/distutils-sig/doc/inst/inst.html
http://www.python.org/sigs/distutils-sig/doc/inst/inst.html
ftp://ftp.no.embnet.org/pub/EMBOSS-extras/EMBOSS-FreeBSD-HOWTO.txt
ftp://ftp.no.embnet.org/pub/EMBOSS-extras/EMBOSS-FreeBSD-HOWTO.txt
http://fink.sf.net
http://fink.sf.net
http://fink.sourceforge.net/faq/usage-fink.php#unstable


To simplify things for people running RPM-based systems, biopython can also be installed via the RPM

http://www.rpm.org
http://www.inprise.com/bcppbuilder/freecompiler/
http://www.cyberus.ca/~g_will/pyExtenDL.shtml




• Building some C modules, such as Bio.Cluster require that the Numeric include files (normally in-
stalled in your_dir/include/python/Numeric) be available. If the compiler can’t find these directories
you’ll normally get an error like:

Bio/Cluster/clustermodule.c:2: Numeric/arrayobject.h: No such file or directory

Followed by a long messy list of syntax errors. To fix this, you’ll have to edit the setup.py file to let
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